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e Surveillance gaps in
Pool 5 (W. Africa) and
Pool 6 (S. Africa)
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# clinical samples
(w8
o
o
o
\ §

ENE EEE
2258587°

| |
| |
2017 2018"

Draft data

www.pirbright.ac.uk


http://www.foot-and-mouth.org/

Virus movement from South Asia
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Recent “trans-pool” spread from Pool 2

e Spread of FMD viruses endemic from Pool 2 (India, Bangladesh,
Nepal, Bhutan)

e 2015: A/ASIA/G-VII into West Eurasia (Iran, Turkey, Saudi Arabia,
Armenia and Israel)

 2017: serotype Asia 1 into Myanmar
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from pool 2

First detection in a West Eurasian
hub-country with potential for
onward spread
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Outbreaks in North Africa (Maghreb)
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New FMD outbreaks in North Africa (Maghreb),
new threats to Europe?

1999-2013

North Africa North Africa
(Tunisia, Algeria,  (Egypt, Libya)

Viral lineage: Morocco)
O/ME-SA/PanAsia-2

2007, 2010-2012
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FMD cases in Algeria and Tunisia
New Lineage for Region: A/AFRICA/G-IV

March — April 2017
>100 outbreaks in cattle

First cases of Serotype A in the
Maghreb > 30 years

* Algeria 1977
* Tunisia 1984

Sequences from Algeria (March)
and Tunisia (April) >99%
identity

Most closely related to FMD
viruses from Nigeria

ALG/IZSLER/99572/4/2017*
(BLG/IZSLER/99572/5/2017*

- IZSLER/99572/2/2017*
ALG/ IZSLER/ 99572 /3/2017*
ALG/ IZSLER/99572/1/2017*

IG/07/15*
SNIG/05/15*
IG/06/15*
IG/02/15%
IG/01/15%*
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FMD cases in Algeria, Tunisia, Morocco and Libya
New Topotype for Region: O/EA-3

* Since June 2018

e July 2018 -January 2019: Samples
tested for FMD outbreaks in Burkino
Faso, Gambia, Guinea, lvory Coast,
Mauritania, Senegal, Sierra Leone

via West
Africa

* Close epidemiological connections
between W. Africa and Maghreb
(¥99% nt identity between FMD
viruses from these regions) =
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 New paved road passes through six African countri
Tunisia, Mali, Niger, Nigeria and Chad
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North Africa
A/AFRICA in 2017
O/EA-3in 2018/19

obal headline events (2017-2019)

Turkey Pakistan Southeast
O/ME-SA/PanAsia-290M-15 1 0/ME-SA/Ind-2001e | and East Asia

A/ASIA/G-VII Ag O/PanAsia-2 O/ME-SA/Ind-2001e
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Colombia
Serotype O

2018: 8 new outbreaks
Links to Venezuela

East Mediterranean South Africa (Limpopo) Central Zambia

O/ME-SA/PanAsia-29°M-1> | Serotype SAT 2 Comoros

O/EA-3 Initially within the p'rotection zone O/EA-Z
Jan 2019: spill-over into surv. zone

A/AS|A/G'V” leading to suspended status

Serotype SAT 2
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Reports and information

> WRLFMDY REPORTSY LABORATORYPROTOCOLS ~NEWS EVENTS  RELATED SITES

e New website (wrlfmd.org) launched
in November 2018

e |n addition to Genotyping reports,
now contains Vaccine matching and
Serotyping reports

The Pirbright Institute is designated as ..,
the World Reference Laboratory for Foot-

e EuFMD Monthly report
e Quarterly WRLFMD report

Details of samples tested for FMD at WRLFMD
from around the world.

Country Reports >

®

OIE/FAO Foot-and-Mouth
Disease Reference Laboratory
Network

Annual Report 2017

WRLFMD Quarterly R
April to June 2018

Foot-and-Mouth Disease
Editors:

Dr Donald King, Dr Antonello Di Nardo
and Dr Mark Henstock,
The Pirbright Institute, UK
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Future proficiency test scheme (Phase XXXII)

VIROLOGY (Panel 1) SEROLOGY (Panel 2)
Level Minimum test Expected lab Minimum test Expected lab

Phase XXXI completed (70 labs) e | | e | oy
Proposed new PTS for Q1-2020 ' " NSPELSA | oy

Designed for endemic countries | rer | 0o e ::ﬂf,)
and international Laboratories M " s
Complements PTS run by EU-RL | e [ ommss | peen | s
(for FMD-free countries) ; semoe

e Define

Common samples/panels could il I I

be used to evaluate diagnostic i | o o |

capacity at different levels : M ¢ P
* Basic capability: NSP serology and L y fot

Ag- E |_| SA/r RT- PC R ? OIE/FAO Enhanced  |° Iti‘;’;:tgye‘i'nd NSP ELISA e vaccination

. I-Rsferem:.e genorr.1e i el SP I;Z/L,\Iﬁri status
* Advanced capacity: genome B | b * e
. . . p95| e o identify cross-
sequencing, vaccine matching? e reactivy

* If able to receive the infectious panel
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